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Bioavailable AXL Inhibitor Bemcentinib Across Multiple Clinical Trials
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Bemcentinib & AXL Biology Predictive biomarker candidates to bemcentinib monotherapy and combination therapy with immuno- & targeted therapy have been identified in tissue and plasma

Bemcentinib: Selective, oral small molecule inhibitor of AXL in Phase Il clinical testing AXL is present in both tumour and tumour infiltrating immune cells

Pre-treatment levels of soluble AXL (sAXL) and other soluble biomarkers are predictive of patient benefit in AML/MDS and NSCLC

Y Pre-treatment sAXL plasma levels correlate with bemcentinib monotherapy clinical benefit Pre-treatment BGBMO014* levels correlate with clinical benefit
Bemcentinib is developed in combination with checkpoint inhibitors, targeted and chemotherapy in NSCLC, AML/MDS and melanoma. ‘GaSG ' (relapsed/ refractory AML and MDS, NCT02488408 / BGBC003) from bemcentinib + erlotinib combination treatment
(NSCLE, NCT02424617 /BGBC004)
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¢ Tissue AXL is found on tumour cells and tumour infiltrating immune cells (macrophages and NK cells)
-4( (-): negative; (+): weak positive (TPS = 1-49%): (++): strong positive (TPS =50%)

PR PR

BerGenBio ASA . bergenbio.com PR: partial response, SD: stable disease, PD: progressive disease, ORR: Overall Response Rate, CBR: Clinical Benefit Rate (PR + SD).
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e Plasma sAXL is also a pharmacodynamic marker across trials indicating bemcentinib on-target activity:
1. Plasma sAXL levels correlate with bemcentinib exposure
2. Plasma sAXL increases following bemcentinib treatment in all indications following monotherapy as well as combination treatment

(1) NCT03184571: Bemcentinib in combination
with pembrolizumalb in advanced adenocarcinoma
of the lung (BGBCOOS8). Data presented at WCLC
2018 (Lorens et al)
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